
Table 1. Characteristics of the group
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RESULTS

Figure 3. HDL-P, HDL-C and HDL-TG
serum concentrations in BC patients
and control women. A) HDL-particles
(total, large, medium and small). B) HDL-C,
HDL-cholesterol and HDL-TG, HDL-
Triglycerides.

Figure 4. LDL-P, LDL-C and LDL-TG
serum concentrations in BC patients
and control women. A) LDL-particles
(total, large, medium and small). B) LDL-C;
LDL-cholesterol and LDL-TG, LDL-
Triglycerides.

Figure 5. Data are presented as
OR (95% CI) per 1-SD higher
metabolic marker. Models are
adjusted for body mass index and
age.
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BACKGROUND AND AIM MATERIAL AND METHODS

CONCLUSIONS

Lipoprotein profile and low molecular weight
metabolites (LMWM) characterization are powerful
tools to determine metabolic alterations in breast
cancer (BC) and improve the understanding of the
metabolic state of BC patients. The aim of this project
is to combine an advanced NMR molecular profile of
lipoproteins, glycoproteins and LMWM in order to
study the metabolic profile of BC in serum samples.

The samples were collected from 268 women in the
oncology department, 86 were healthy controls and
182 of the women had breast cancer.
The advanced NMR profiling of intact serum included
the lipoprotein profile, the glycoprotein profile and the
quantification of fifteen LMWM.

Using advanced NMR profiling allowed us the identification of relevant biochemical information in order to characterize serum
BC samples and provided a simple visualization of the metabolic differences between BC patients and healthy patients.
Therefore, these results contribute to a better understanding of the metabolic background of BC.


